1) A fundamental step of Next Generation Sequencing procedure by Roche (GS-FLX) is:

a) sequencing by ligation;

b) bridge amplification;
c) emulsion PCR.
2) Tools such as PolyPhen or SIFT are used to predict:

a) the consequences of nucleotide variants at the protein level;
b) pathogenecity of nonsynonimous variants;

c) changes due to splice site variants.
3) Alport syndrome is:
a) an inherited nephropathy characterized by genetic heterogeneity;

b) a monogenic disease characterized by phenotypic heterogeneity;

c) a multifactorial disease.

